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Abstract – Objectives: We provide the ﬁrst evaluation of the CE-IVD marked NovodiagÒ stool parasites assay
(NVD), allowing rapid and high-plex detection of 26 distinct targets, encompassing protozoans, helminths and microsporidia in stool samples. Methods: A total of 254 samples (n = 205 patients) were prospectively processed by the NVD
and our routine procedure (RP). Performances of the NVD were compared with RP. Samples only positive by the NVD
assay were investigated by external PCR assays. Sensitivity and speciﬁcity (Se/Sp) and time from sample receipt to
results were determined for each method. The NVD was also evaluated against 77 additional samples positive for a
wide range of parasites. Results: Overall positivity rate was 16.9% for RP compared with 34% using the NVD assay,
and 164 samples (66%) were negative by both methods. Only 30 positive samples (12%) showed full concordance
between RP and NVD. Fifty-three discordant samples were sent for external investigations. Except for Giardia
intestinalis and Trichuris spp., higher Se was observed for the NVD assay for Blastocystis spp. (100% vs. 63%),
Dientamoeba fragilis (100% vs. 0%), Schistosoma spp. (100% vs. 17%), and Enterobius vermicularis (100% vs.
67%) but roughly similar to RP for the remaining parasites tested. False-positive results were identiﬁed for Blastocystis
spp., G. intestinalis, and Trichuris spp. using the NVD assay. The NVD mostly provides a diagnosis on the day of
sample receipt compared with a mean of three days with RP. Conclusions: Besides some limitations, the NVD is a
new diagnostic strategy allowing rapid and high-plex detection of gastrointestinal parasites from unpreserved stools.
Key words: Stool, Gastrointestinal parasites, Microscopy, NovodiagÒ Stool Parasites, High-plex detection,
Prospective study, Comparative evaluation.
Résumé – Le test Novodiagâ Stool parasites, une technique high-plex innovante pour la détection rapide des
protozoaires, helminthes et microsporidies dans les échantillons de selles : une étude rétrospective et prospective.
Objectifs : Nous présentons la première évaluation du kit NovodiagÒ Stool parasite (NVD) marqué CE-IVD,
permettant la détection rapide de 26 cibles distinctes dans les selles (protozoaires, helminthes et microsporidies).
Méthodes : Un total de 254 échantillons (n = 205 patients) a été traité prospectivement par le NVD et notre procédure
de routine (PR). Les performances du NVD ont été comparées à celles de la PR. Seuls les échantillons positifs au test
NVD ont été étudiés par des PCR externes. La sensibilité et la spéciﬁcité (Se/Sp) ainsi que le temps écoulé entre la
réception de l’échantillon et les résultats ont été déterminés pour chaque méthode. Le NVD a également été évalué par
rapport à 77 échantillons supplémentaires positifs pour un large éventail de parasites. Résultats : Le taux de positivité
global était de 16,9 % pour la PR contre 34 % avec le NVD, et 164 échantillons (66 %) étaient négatifs par les deux
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méthodes. Seuls 30 échantillons positifs (12 %) ont montré une concordance complète entre la PR et le NVD.
Cinquante-trois échantillons discordants ont été envoyés pour des investigations externes. À l’exception de Giardia
intestinalis et de Trichuris spp., des Se plus élevées ont été observées pour le test NVD pour Blastocystis spp. (100 %
contre 63 %), Dientamoeba fragilis (100 % contre 0 %), Schistosoma spp. (100 % contre 17 %), Enterobius
vermicularis (100 % contre 67 %) mais étaient à peu près similaires à la PR pour les autres parasites testés. Des faux
positifs ont été identiﬁés pour Blastocystis spp., G. intestinalis et Trichuris spp. en utilisant le NVD. Le NVD fournit le
plus souvent un diagnostic le jour de la réception du prélèvement contre une moyenne de trois jours avec la PR.
Conclusions : Malgré quelques limites, le test NVD est une nouvelle stratégie de diagnostic permettant une détection
rapide et high-plex des parasites gastro-intestinaux à partir de selles non conservées.

Introduction
Besides bacteria and viruses, various parasites and microsporidia account for a signiﬁcant part of gastrointestinal diseases
worldwide [30]. Prevalence of these parasites varies greatly
between countries, with higher prevalence usually being reported
in tropical areas and mainly being related to poor sanitation and
hygiene, and elevated contamination of water resources or soils.
In high-resource countries, these diseases are dominated by protozoan parasites and microsporidia, although their respective
prevalence is probably underestimated as they are thought to
be underdiagnosed. Yet, in many countries, routine microscopy
remains the gold standard for the diagnosis of intestinal parasite
diseases. Besides the diagnosis of gastrointestinal diseases, parasite stool screening is also part of the general screening of stool
donors in the context of fecal microbiota transplantation [5].
However, it exhibits several limitations like being resourceconsuming and displaying limited performances [18]. In addition, it is usually recommended to process multiple samples to
ensure sufﬁcient sensitivity. In this context, it is not surprising
that alternative approaches relying on antigen detection or
DNA-based techniques have been developed, ﬁrst in-house
PCRs then commercial assays. A large range of commercial
assays is now available on the market, including syndromic
panels or addressing speciﬁcally the issue of gastrointestinal
parasites, primarily protozoans. These assays have been the
subject of many evaluation studies or reviews [20, 31].
The ﬁrst commercially available multiplex PCR assay
speciﬁcally developed for the detection of both helminths and
microsporidia has recently been evaluated [3]. Combined with
a previously developed assay targeting several protozoan
species, once automated on a DNA extraction platform, it
allows high-plex detection of 15 gastrointestinal pathogens
[2, 3]. Despite this improvement, some major pathogens are
not included in this panel, including Schistosoma spp., and
therefore cannot be diagnosed. In addition, Enterocytozoon
and Encephalitozoon species, could not be differentiated,
illustrating the need for additional techniques to allow their
identiﬁcation as they require distinct therapeutic strategies.
Recently, a novel commercial and CE-IVD marked assay
(NovodiagÒ Stool Parasites, Mobidiag, Espoo, Finland), was
approved. This technique relies on cutting-edge technology
integrating DNA puriﬁcation, PCR ampliﬁcation and microarray hybridization/detection into a single, lab-on-chip cartridge.
It allows for on-demand testing and high-plex detection of 26
distinct targets encompassing protozoans, helminths including
nematodes and trematodes, and two microsporidian genera,

from unpreserved stools. Thanks to fast processing of the samples, which includes mechanical disruption and ready-to-use
cartridges, results are obtained within 90 min. Here we provide
the ﬁrst clinical evaluation of this new assay.

Materials and methods
Ethics
This study has been approved by our local ethic committee
and registered under reference TS005-BIO.2019_6.
Prospective study
Two hundred and ﬁfty-four unpreserved stool samples
received at the Laboratory of Parasitology and Medical
Mycology, Nantes University Hospital, France were processed
using the NovodiagÒ Stool Parasites assay (NVD), according
to the manufacturer’s instructions (see Table S1 for the list of
parasites included in the panel). In parallel, the same samples
were simultaneously analyzed according to our routine procedures (RP, considered here the reference method), blindly to
the results of the NVD assay (see Fig. 1). The routine procedure, which was performed by skilled microscopists, systematically included microscopic examination of the fresh
unpreserved stool samples before and after a concentration step
(Para-SellesÒ Plus, Biosynex, Illkirch-Graffenstaden, France).
Depending on the context (clinical symptoms, history of travel
abroad, eosinophilia, etc.), additional techniques were performed: a further additional but different concentration step
(Para-SellesÒ Plus), modiﬁed Ziehl–Neelsen staining for
coccidiosis, two species-speciﬁc in-house single plex real-time
PCR assays targeting Enterocytozoon bieneusi and Encephalitozoon intestinalis/E. hellem [6], and agar plate culture according to Arakaki for strongyloidiasis [1]. Samples that were
positive only by the NVD were subjected to previously
published PCRs at two expert laboratories. These external
investigations were conducted at Clermont-Ferrand University
Hospital, France, for Blastocystis spp. and D. fragilis [25, 27]
and at Elisabeth-TweeSteden Hospital, the Netherlands, for
the remaining parasites [15]. Samples negative by the NVD
but positive by RP were deﬁned as false-negative samples of
the NVD. Conversely, samples positive by the NVD assay
but negative by both RP and the external assay were considered
false-positive samples of the NVD. Finally, samples negative
by RP but positive by the NVD assay and the external assay,
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Figure 1. Study ﬂow chart.

were considered false-negative by RP. Sensitivity (Se) and
speciﬁcity (Sp) were then determined for each diagnostic
strategy. The time to complete sample analysis (interval
between sample receipt at our laboratory and ﬁnal results)
was also collected for each sample and for each diagnostic strategy. Samples “invalid” by the NVD (i.e., internal control not
detected) were excluded from the analysis. A ﬂowchart of the
design of the study is given in Figure 1.
Retrospective study
In addition to the prospective evaluation study, 77 additional frozen stool samples, positive for a wide array of parasites and collected at our hospital and ﬁve other laboratories
in France were also processed using the NVD assay. This additional set of samples included 21 distinct parasites, among
which 14 were part of the diagnostic panel of the high-plex
assay.

Results
Overall, 249 (n = 201 patients) of the 254 stool samples
(n = 205 patients) included in the prospective study, could be
analyzed (5 invalid samples with the NVD, 2%). The positivity
rate was 21.3% for RP (53 of 249 samples) but 16.9% (42 of
249) when excluding parasites not targeted by the NVD assay
(i.e., non-pathogenic amoeba species and ﬂagellates). By comparison, the positivity rate of the NVD was 34.1% (85 of 249).
One hundred and sixty-four samples (65.9%) were negative by
both diagnostic strategies.
Distribution of the 11 different parasites identiﬁed in this
prospective cohort, according to each diagnostic strategy, is
given in Figure 2. When positive, most samples displayed a
single parasite (72 of 85, 84.7% for NVD, compared with
38 of 40, 95% for RP). Thirty samples (12%) showed full
concordance between both diagnostic approaches (i.e., perfect
match between the parasites identiﬁed by RP and NVD). Nine
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Figure 2. Diversity of the parasites identiﬁed in the prospective cohort according to each diagnostic strategy (n = 249 samples). Note:
Additional parasites not included in the NovodiagÒ panel were identiﬁed by microscopy: Entamoeba coli (n = 17), Endolimax nana (n = 18),
and Chilomastix mesnili (n = 2).

samples (3.6%) showed partial concordance (i.e., incomplete
match between RP and NVD), whereas 49 (19.7%) showed
no concordance. Blastocystis spp. ranked ﬁrst as they were
identiﬁed in 27 samples by RP (10.8%) compared with
59 samples using the NVD assay (23.7%). A higher detection
rate with the NVD assay was also noted for other parasites:
Dientamoeba fragilis was identiﬁed in 10 stool samples compared with none by RP, and six samples were positive for
Schistosoma spp. using the NVD compared with a single
positive sample using RP. Two of the positive samples for
Schistosoma by the NVD assay but negative by microscopy
were from patients recently diagnosed with schistosomiasis.
The complete list of samples sent for external investigations
to resolve the discrepancies is given in Table S2.
In-depth investigations of the discrepancies by external
PCRs revealed that all samples negative by RP but positive
by the NVD assay for D. fragilis (n = 10), E. vermicularis
(n = 1) and Schistosoma (n = 3) were positive by the external
PCR assays (i.e., false-negative by RP). External investigations
also revealed that microscopy failed to detect some Blastocystis
spp. (n = 16). In some instances, external PCRs could not conﬁrm the ﬁndings of the NVD assay (Table S2). These samples
considered false positives of the NVD were observed for
Blastocystis spp. (n = 16), G. intestinalis (n = 4) and Trichuris
spp. (n = 7). Lastly, adjusted analytical performances for the
NVD and RP are given in Table 1. Except for G. intestinalis
and Trichuris spp., sensitivity was higher for the NVD, for
Blastocystis spp. (100% vs. 62.8%), D. fragilis (100% vs.
0%), Schistosoma spp. (100% vs. 16.7%), and E. vermicularis
(100% vs. 66.7%). Identical performances for both diagnostic
strategies were observed for Cryptosporidium spp., Taenia
saginata, and E. bieneusi. The time to complete sample analysis
evaluated during the prospective study is outlined in Figure 3.
Although a mean of 3 days was required using RP to obtain the
complete results, due to multiple techniques, the NVD assay
mostly provided a ﬁnal diagnosis on the day of sample receipt.
To challenge the NVD on a larger number of parasites, this
technique was further evaluated on a collection of frozen

positive stool samples. In all, 74 of 77 samples (three invalid
samples) could be analyzed (Table 2). All samples known to
be positive for T. saginata (n = 4), Cystoisospora belli
(n = 2), Entamoeba histolytica (n = 2), Ascaris lumbricoides
(n = 1), Strongyloides stercoralis (n = 4) and hookworms
(n = 4) were also positive by the NVD (100% sensitivity/
speciﬁcity). An almost perfect agreement was observed for
Cryptosporidium spp., G. intestinalis, E. vermicularis and
E. bieneusi with only a few false-negative results by the
NVD assay (Table 2). Again, the NVD assay identiﬁed parasites
which had been missed by microscopy: Blastocystis spp.
(n = 10), D. fragilis (n = 2), and S. mansoni (n = 2). Both
false-negative S. mansoni samples by RP were from two patients
recently diagnosed with schistosomiasis. The NVD assay was
negative for a sample positive with a single S. mansoni egg
by microscopy, obtained from a patient diagnosed and treated
for schistosomiasis in 2017. Only four out of the 8 positive
samples for Trichuris spp. were detected by the NVD,
conﬁrming its poor performance for this target. Finally, no
cross-reactivity was evidenced with parasites not included in
the high-plex panel (Table 2).

Discussion
The present study reports the ﬁrst evaluation of the NVD
assay compared with routine procedures, in real-life conditions.
One strength of the prospective study was to include speciﬁc
external PCR assays in order to resolve the discrepant results,
a strategy which is often missing in similar studies but offers
better evaluation of assay performances [3, 28, 29]. Most
discrepancies were observed with Blastocystis spp., D. fragilis
and S. mansoni, for which detection rates were higher using
the NVD assay. Of note, the lack of D. fragilis detection by
microscopy was expected as RP was performed on unpreserved
stools and trichrome permanent staining is not performed in our
laboratory. Except for Blastocystis spp., for which the improved
detection rate also unmasked false-positive samples, the higher
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Table 1. Comparative performances between routine procedure and the NovodiagÒ Stool Parasites assay on the prospective cohort (n = 249
samples).
Parasite of interest
Blastocystis spp.
Dientamoeba fragilis
Giardia intestinalis
Cryptosporidium spp.
Schistosoma spp.a
Taenia saginata
Enterobius vermicularis
Trichuris spp.
Enterocytozoon bieneusi

Diagnostic
strategy
Routine
NovodiagÒ
Routine
NovodiagÒ
Routine
NovodiagÒ
Routine
NovodiagÒ
Routine
NovodiagÒ
Routine
NovodiagÒ
Routine
NovodiagÒ
Routine
NovodiagÒ
Routine
NovodiagÒ

Positive
samples (n=)
27
43
0
10
2
1
1
1
1
6
1
1
2
3
1
0
6
6

Negative
samples (n=)
206
190
239
239
247
243
248
248
243
243
248
248
246
246
248
241
243
243

False-positive
samples* (n=)
NA
16
NA
0
NA
4
NA
0
NA
0
NA
0
NA
0
NA
7
NA
0

False-negative
samples* (n=)
16
0
10
0
0
1
0
0
5
0
0
0
1
0
0
1
0
0

Se
(%)
62.8
100
0
100
100
50
100
100
16.7
100
100
100
66.7
100
100
0
100
100

Sp
(%)
NA
92.2
NA
100
NA
98.4
NA
100
NA
100
NA
100
NA
100
NA
97.2
NA
100

NA: Not appropriate as routine procedure was considered the reference method (i.e., samples positive by RP were considered true positive).
*
False-negative or false-positive were determined based on external PCR investigations.
a
Except one identiﬁed to the genus level (Schistosoma spp.) all remaining Schistosoma-positive samples were identiﬁed as S. mansoni by the
NVD and RP.

Figure 3. Time to ﬁnal results according to each diagnostic strategy (routine procedure vs. NovodiagÒ Stool Parasites) during the prospective
study (n = 249 samples): D: day from sample arrival at the clinical laboratory to ﬁnal results.

sensitivity of the NVD for D. fragilis and S. mansoni is in
agreement with previous studies using PCR assays [3, 10, 13,
21, 25]. Another strength was to challenge the NVD assay on
a collection of positive samples. This allowed us to consolidate
our ﬁndings for Cryptosporidium spp., E. bieneusi and
T. saginata, which were poorly represented in the prospective
study. Likewise, it provides additional data for soil-transmitted
helminths, E. histolytica and C. belli, for which the NVD assay

performed well although the number of positive samples
remains low. On the contrary, this set of samples conﬁrmed
the poor performance of the NVD for Trichuris spp., although
the sample processing with the NVD includes a bead-beating
step that is known to improve the detection of Trichuris
spp. [4, 14]. The reduced performances of the NVD for
G. intestinalis, observed during the prospective study,
were unexpected as there is an overall consensus about the
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Table 2. Performances of the NovodiagÒ Stool Parasites assay on a
collection of positive samples (n = 74 samples, retrospective study).
Parasite of interest

Blastocystis spp.
Dientamoeba fragilis
Giardia intestinalis
Cryptosporidium spp.
Cystoisospora belli
Entamoeba histolytica
Schistosoma mansoni
Taenia spp.
Ascaris lumbricoides/suum
Enterobius vermicularis
Strongyloides stercoralis
Hookworms
Trichuris spp.
Enterocytozoon bieneusi
Other parasites*

Positive samples
according to
routine procedure
(n=)
16
0
14
8
2
2
9
4
1
3
4
4
8
8
42

Positive samples
by the
NovodiagÒ
assay (n=)
26
2
12
7
2
2
10
4a
1
2
4
4b
4
7
0

All identiﬁed as T. saginata/Taenia asiatica by the NovodiagÒ
assay.
b
Identiﬁed as N. americanus (n = 3), A. duodenale (n = 1) by the
Novodiag assayÒ.
*
Other parasites not targeted by the NovodiagÒ assay included:
Dicrocoelium dendriticum (n = 1), Entamoeba coli (n = 16),
Endolimax nana (n = 12), Entamoeba dispar (n = 6), Entamoeba
hartmanni (n = 3), Iodamoeba butschlii (n = 1) and unidentiﬁed
ﬂagellates (n = 4).
a

superiority of DNA detection over microscopy for this protozoa
[2, 17, 21, 24]. Of note, better performances were observed
during the retrospective study which included a higher number
of Giardia-positive samples. These weak performances for the
detection of Trichuris spp. and to a lesser extent G. intestinalis
which are already known by the manufacturer (outlined in the
technical note of the NVD assay), require speciﬁc
optimizations.
Besides these limitations, the main advantages of this new
assay include: (i) a high-plex format, allowing the detection
of the 26 most common protozoa, helminths and microsporidia
in a single run; (ii) a fast turnaround time allowing results
within 90 min with few invalid results; (iii) higher performances for the detection of S. mansoni which is of major interest considering the notoriously poor sensitivity of microscopy
[18]; (iv) its ability to provide species identiﬁcation which
can be useful for epidemiological purposes, as illustrated with
hookworms and Taenia species eggs which cannot be identiﬁed
to the species level using microscopy [9]. Here, except one
identiﬁed as Ancylostoma duodenale, all hookworm-positive
samples were Necator americanus. Further investigations are
required to assess the ability of the NVD to identify the emerging species Ancylostoma ceylanicum [8]. The NVD assay also
allows for the screening of underdiagnosed pathogens such as
microsporidia and Cryptosporidium spp., which are often
overlooked by physicians as their diagnosis requires speciﬁc
techniques. Furthermore, its ability to discriminate E. bieneusi
from Encephalitozoon species is of speciﬁc interest as distinct

treatment regimens are required to treat these opportunistic
fungi [11].
Because of the intermittent shedding of parasites, notably
helminths eggs or larvae and the overall low sensitivity of
microscopic methods, it is usually recommended to repeat parasite stool examination on different days, to ensure high sensitivity [31]. This strategy is controversial in populations with a
low prevalence of the disease, as discussed elsewhere [7]. An
alternative and cost-effective option is to limit the examination
of a second specimen only when the ﬁrst sample is negative and
in symptomatic patients, with a third specimen for patients
remaining negative despite a high index suspicion [23]. Our
study was not designed to answer whether a single stool PCR
performed similarly to RP on three consecutive samples,
because only a few patients in our study had multiple samples
available for analysis. Finally, a shortage of NVD reagents due
to the COVID-19 pandemic, led us to stop this evaluation at
some points of the prospective study.
Not all genera/species included in the panel of the NVD
assay could be tested, which is a limitation of the present study.
However, these missing parasites are the rarest identiﬁed in stool
samples in European countries, which underlines the difﬁculty
to assess the performances of multiplex panels in countries with
a low prevalence of these diseases [12, 16, 19, 21, 22, 26].

Conclusion
To conclude, one major advantage of this high-plex assay is
the rapid turnaround time which is explained by a reduced
hands-on time together with the capability of the instrument
to process four samples simultaneously, which makes it possible to reduce diagnostic delays. Importantly, although time to
results is largely dependent on each laboratory organization
and diagnostic strategies, compared with RP which requires
multiple concentrations, staining methods as well as additional
techniques in some cases, the NVD is simpler and therefore faster, providing a result within 90 min. The fully automated
NovodiagÒ Stool Parasites assay is an alternative approach to
labor-intensive microscopy-based methods especially in settings or countries with low parasite prevalence or personnel
with reduced skills in parasitological diagnosis. Besides the
diagnosis of gastrointestinal diseases, this technique also represents an attractive approach for rapid donor stool screening in
the context of fecal microbiota transplantation [5]. This study
provides better knowledge of the performances of the NVD
in real-life conditions, which we hope will be of great help to
determine its utility in the diagnostic algorithm of gastrointestinal parasites.

Conflict of interest
The authors declared no conﬂict of interest.

Funding
This study was supported by internal funding from Nantes
University Hospital.

S. Hartuis et al.: Parasite 2022, 29, 27

Supplementary materials
Supplementary material is available at https://www.parasitejournal.org/10.1051/parasite/2022026/olm.
Table S1. High-plex panel of the NovodiagÒ Stool Parasites
assay.
Table S2. Results of external investigations for samples
positive by NovodiagÒ assay and negative by the routine procedure (n = 53).
Acknowledgements. The authors wish to thank Christine Bureau
and Sandra Gris for technical assistance.

References
1. Arakaki T, Iwanaga M, Kinjo F, Saito A, Asato R, Ikeshiro T.
1990. Efﬁcacy of agar-plate culture in detection of Strongyloides
stercoralis infection. Journal of Parasitology, 76, 425–428.
2. Autier B, Gangneux J-P, Robert-Gangneux F. 2020. Evaluation
of the Allplex™ gastrointestinal panel-parasite assay for
Protozoa detection in stool samples: a retrospective and
prospective study. Microorganisms, 8, 569.
3. Autier B, Gangneux J-P, Robert-Gangneux F. 2021. Evaluation
of the Allplex™ GI-Helminth(I) Assay, the ﬁrst marketed
multiplex PCR for helminth diagnosis. Parasite, 28, 33.
4. Ayana M, Cools P, Mekonnen Z, Biruksew A, Dana D,
Rashwan N, Prichard R, Vlaminck J, Verweij JJ, Levecke B.
2019. Comparison of four DNA extraction and three preservation protocols for the molecular detection and quantiﬁcation of
soil-transmitted helminths in stool. PLoS Neglected Tropical
Diseases, 13, e0007778.
5. Cammarota G, Ianiro G, Kelly CR, Mullish BH, Allegretti JR,
Kassam Z, Putignani L, Fischer M, Keller JJ, Costello SP, Sokol
H, Kump P, Satokari R, Kahn SA, Kao D, Arkkila P, Kuijper
EJ, Vehreschild MJG, Pintus C, Lopetuso L, Masucci L,
Scaldaferri F, Terveer EM, Nieuwdorp M, López-Sanromán A,
Kupcinskas J, Hart A, Tilg H, Gasbarrini A. 2019. International
consensus conference on stool banking for faecal microbiota
transplantation in clinical practice. Gut, 68, 2111–2121.
6. Espern A, Morio F, Miegeville M, Illa H, Abdoulaye M,
Meyssonnier V, Adehossi E, Lejeune A, Phung DC, Besse B,
Gay-Andrieu F. 2007. Molecular study of microsporidiosis due
to Enterocytozoon bieneusi and Encephalitozoon intestinalis
among human immunodeﬁciency virus-infected patients from
two geographical areas: Niamey, Niger, and Hanoi, Vietnam.
Journal of Clinical Microbiology, 45, 2999–3002.
7. Furuno JP, Maguire JH, Green HP, Johnson JA, Heimer R,
Johnston SP, Braden CR, Edberg SC, Bell S, Hirshon JM. 2006.
Clinical utility of multiple stool ova and parasite examinations
in low-prevalence patient populations. Clinical Infectious
Diseases, 43, 795–796.
8. Gerber V, Le Govic Y, Ramade C, Chemla C, Hamane S,
Desoubeaux G, Durieux M-F, Degeilh B, Abou-Bacar A, Pfaff
AW, Candolﬁ E, Greigert V, Brunet J. 2021. Ancylostoma
ceylanicum as the second most frequent hookworm species
isolated in France in travellers returning from tropical areas.
Journal of Travel Medicine, 28, taab014.
9. Gómez-Morales MA, Gárate T, Blocher J, Devleesschauwer B,
Smit GSA, Schmidt V, Perteguer MJ, Ludovisi A, Pozio E,
Dorny P, Gabriël S, Winkler AS. 2017. Present status of
laboratory diagnosis of human taeniosis/cysticercosis in Europe.
European Journal of Clinical Microbiology & Infectious
Diseases, 36, 2029–2040.

7

10. Guegan H, Fillaux J, Charpentier E, Robert-Gangneux F,
Chauvin P, Guemas E, Boissier J, Valentin A, Cassaing S,
Gangneux J-P, Berry A, Iriart X. 2019. Real-time PCR for
diagnosis of imported schistosomiasis. PLoS Neglected Tropical
Diseases, 13, e0007711.
11. Han B, Pan G, Weiss LM. 2021. Microsporidiosis in humans.
Clinical Microbiology Reviews, 34, e0001020.
12. Herrador Z, Pérez-Molina JA, Henríquez Camacho CA,
Rodriguez-Guardado A, Bosch-Nicolau P, Calabuig E, Domínguez-Castellano A, Pérez-Jacoiste MA, Ladrón de Guevara
MC, Mena A, Ruiz-Giardin JM, Torrús D, Wikman-Jorgensen
P, Benito A, López-Vélez R, REDIVI Study Group. 2020.
Imported cysticercosis in Spain: a retrospective case series from
the +REDIVI Collaborative Network. Travel Medicine and
Infectious Disease, 37, 101683.
13. ten Hove RJ, Verweij JJ, Vereecken K, Polman K, Dieye L, van
Lieshout L. 2008. Multiplex real-time PCR for the detection and
quantiﬁcation of Schistosoma mansoni and S. haematobium
infection in stool samples collected in northern Senegal.
Transactions of the Royal Society of Tropical Medicine and
Hygiene, 102, 179–185.
14. Kaisar MMM, Brienen EAT, Djuardi Y, Sartono E, Yazdanbakhsh M, Verweij JJ, Supali T, van Lieshout L. 2017.
Improved diagnosis of Trichuris trichiura by using a beadbeating procedure on ethanol preserved stool samples prior to
DNA isolation and the performance of multiplex real-time PCR
for intestinal parasites. Parasitology, 144, 965–974.
15. Köller T, Hahn A, Altangerel E, Verweij JJ, Landt O, Kann S,
Dekker D, May J, Loderstädt U, Podbielski A, Frickmann H.
2020. Comparison of commercial and in-house real-time PCR
platforms for 15 parasites and microsporidia in human stool
samples without a gold standard. Acta Tropica, 207, 105516.
16. L’Ollivier C, Eldin C, Lambourg E, Brouqui P, Lagier JC. 2020.
Case report: First molecular diagnosis of liver abscesses due to
Fasciola hepatica acute infection imported from Vietnam.
American Journal of Tropical Medicine and Hygiene, 102,
106–109.
17. Laude A, Valot S, Desoubeaux G, Argy N, Nourrisson C,
Pomares C, Machouart M, Le Govic Y, Dalle F, Botterel F,
Bourgeois N, Cateau E, Leterrier M, Le Pape P, Morio F. 2016.
Is real-time PCR-based diagnosis similar in performance to
routine parasitological examination for the identiﬁcation of
Giardia intestinalis, Cryptosporidium parvum/Cryptosporidium
hominis and Entamoeba histolytica from stool samples?
Evaluation of a new immunochromatographic test. Clinical
Microbiology and Infection, 22, 190.e1–190.e8.
18. van Lieshout L, Roestenberg M. 2015. Clinical consequences of
new diagnostic tools for intestinal parasites. Clinical Microbiology and Infection, 21, 520–528.
19. Masucci L, Graffeo R, Bani S, Bugli F, Boccia S, Nicolotti N,
Fiori B, Fadda G, Spanu T. 2011. Intestinal parasites isolated in
a large teaching hospital, Italy, 1 May 2006 to 31 December
2008. Euro Surveillance, 16, 19891.
20. McHardy IH, Wu M, Shimizu-Cohen R, Couturier MR,
Humphries RM. 2014. Detection of intestinal protozoa in the
clinical laboratory. Journal of Clinical Microbiology, 52, 712–720.
21. Menu E, Mary C, Toga I, Raoult D, Ranque S, Bittar F. 2019. A
hospital qPCR-based survey of 10 gastrointestinal parasites in
routine diagnostic screening, Marseille. France. Epidemiology
and Infection, 147, e100.
22. Milas S, Rossi C, Philippart I, Dorny P, Bottieau E. 2020.
Autochthonous human fascioliasis, Belgium. Emerging Infectious Diseases, 26, 155–157.
23. Miller JM, Binnicker MJ, Campbell S, Carroll KC, Chapin KC,
Gilligan PH, Gonzalez MD, Jerris RC, Kehl SC, Patel R, Pritt
BS, Richter SS, Robinson-Dunn B, Schwartzman JD, Snyder

S. Hartuis et al.: Parasite 2022, 29, 27

8

24.

25.

26.

27.

JW, Telford S, Theel ES, Thomson RB, Weinstein MP, Yao JD.
2018. A guide to utilization of the microbiology laboratory for
diagnosis of infectious diseases: 2018 update by the Infectious
Diseases Society of America and the American Society for
Microbiology. Clinical Infectious Diseases, 67, e1–e94.
Morio F, Valot S, Laude A, Desoubeaux G, Argy N, Nourrisson
C, Pomares C, Machouart M, Le Govic Y, Dalle F, Botterel F,
Bourgeois N, Cateau E, Leterrier M, Jeddi F, Gaboyard M, Le
Pape P. 2018. Evaluation of a new multiplex PCR assay
(ParaGENIE G-Amoeba Real-Time PCR kit) targeting Giardia
intestinalis, Entamoeba histolytica and Entamoeba dispar/
Entamoeba moshkovskii from stool specimens: evidence for
the limited performances of microscopy-based. Clinical Microbiology and Infection, 24, 1205–1209.
Poirier P, Wawrzyniak I, Albert A, El Alaoui H, Delbac F,
Livrelli V. 2011. Development and evaluation of a real-time
PCR assay for detection and quantiﬁcation of blastocystis
parasites in human stool samples: prospective study of patients
with hematological malignancies. Journal of Clinical Microbiology, 49, 975–983.
Robert-Gangneux F, Autier B, Gangneux J-P. 2019. Dibothriocephalus nihonkaiensis: an emerging concern in western countries? Expert Review of Anti-Infective Therapy, 17, 677–679.
Stark D, Beebe N, Marriott D, Ellis J, Harkness J. 2006.
Evaluation of three diagnostic methods, including real-time

28.

29.

30.

31.

PCR, for detection of Dientamoeba fragilis in stool specimens.
Journal of Clinical Microbiology, 44, 232–235.
Stark D, Al-Qassab SE, Barratt JLN, Stanley K, Roberts T,
Marriott D, Harkness J, Ellis JT. 2011. Evaluation of multiplex
tandem real-time PCR for detection of Cryptosporidium spp.,
Dientamoeba fragilis, Entamoeba histolytica, and Giardia
intestinalis in clinical stool samples. Journal of Clinical
Microbiology, 49, 257–262.
Svraka-Latifovic S, Bouter S, Naus H, Bakker LJ, Timmerman
CP, Dorigo-Zetsma JW. 2014. Impact of transition from
microscopy to molecular screening for detection of intestinal
protozoa in Dutch patients. Clinical Microbiology and Infection,
20, O969–O971.
Torgerson PR, Devleesschauwer B, Praet N, Speybroeck N,
Willingham AL, Kasuga F, Rokni MB, Zhou X-N, Fèvre EM,
Sripa B, Gargouri N, Fürst T, Budke CM, Carabin H, Kirk MD,
Angulo FJ, Havelaar A, de Silva N. 2015. World Health
Organization estimates of the global and regional disease burden
of 11 foodborne parasitic diseases, 2010: a data synthesis. PLoS
Medicine, 12, e1001920.
Verweij JJ, Rune Stensvold C. 2014. Molecular testing for
clinical diagnosis and epidemiological investigations of intestinal parasitic infections. Clinical Microbiology Reviews, 27,
371–418.

Cite this article as: Hartuis S, Lavergne R-A, Nourrisson C, Verweij J, Desoubeaux G, Lussac-Sorton F, Lemoine J-P, Cateau E, Jeddi F,
Poirier P, Le Pape P & Morio F. 2022. The NovodiagÒ Stool parasites assay, an innovative high-plex technique for fast detection of
protozoa, helminths and microsporidia in stool samples: a retrospective and prospective study. Parasite 29, 27.

An international open-access, peer-reviewed, online journal publishing high quality papers
on all aspects of human and animal parasitology
Reviews, articles and short notes may be submitted. Fields include, but are not limited to: general, medical and veterinary parasitology;
morphology, including ultrastructure; parasite systematics, including entomology, acarology, helminthology and protistology, and molecular
analyses; molecular biology and biochemistry; immunology of parasitic diseases; host-parasite relationships; ecology and life history of
parasites; epidemiology; therapeutics; new diagnostic tools.
All papers in Parasite are published in English. Manuscripts should have a broad interest and must not have been published or submitted
elsewhere. No limit is imposed on the length of manuscripts.
Parasite (open-access) continues Parasite (print and online editions, 1994-2012) and Annales de Parasitologie Humaine et Comparée
(1923-1993) and is the official journal of the Société Française de Parasitologie.
Editor-in-Chief:
Jean-Lou Justine, Paris

Submit your manuscript at
http://parasite.edmgr.com/

