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        TCS network of haplotypes based on Leucocytozoon spp. and Plasmodium spp. cytb gene sequences (A) detected in Thailand and other countries. The number of bars on lines between a haplotype and another represent the number of nucleotide mutation (B).

      

    

  
    
      Fig. 10 
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        TCS network of haplotypes based on Leucocytozoon spp. and Plasmodium spp. concatenated gene sequences (A) detected in Thailand and other countries. The number of bars on lines between a haplotype and another represent the number of nucleotide mutation (B).

      

    

  
    
      Supplementary Figure 1. 
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        Alignment of nucleic acid sequences of the cytb gene among L. sabrazesi and Plasmodium spp. The highest similarity of nucleotide positions is represented with dark blue color, while white color represents the least similarity of each nucleic acid position (A). Multiple amino acid sequence alignment of CYTb protein among L. sabrazesi and Plasmodium spp. The highest similarity of physicochemical properties (BLOSUM score 62) of each amino acid position is represented with blue color, while white color represents the least similarity of each amino acid position (B).

      

    

  
    
      Supplementary Figure 3: 

      
        [image: thumbnail]
      

      
        Alignment of nucleic acid sequences of coxIII gene among L. sabrazesi and Plasmodium sp. The highest similarity of nucleotide positions is representd with dark blue color, while white color represents the least similarity of each nucleic acid position(A). Multiple amino acid sequence alignment of COXIII protein among L. sabrazesi and Plasmodium spp. The highest similarity of physicochemical properties (BLOSUM score 62) of each amino acid position is represented with blue color, while white color represents the least similarity of each amino acid position (B).
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TACTTCATTTCATAT 1GCATITATAG  ATTAGT ACTAGTATTTAT 1 CACATATICTTCTTACAC TTACAS ACTARTCCTTT
A AR AGAT TG T TATAC T TGAT T TCATATT1OAT T TATAGT AT TAGT ACTAGTATT AT 1OACATATTGT 1T TACAG T T ACAAGOTAGOACTAATCET T TAGOA TATGATAGA]
BT A A O A T A AT AT A A A TAT AT A ATAT T T TG TTACAC T TACAAGCTACEACTAATCET TTAGS TATEATACKS
AT A O TC AT AT TG CATT LA TAG AT TG ACTAGTAT T TAT [CAC ATATICTICTTACAC TACAAGOTAGEACTANTCCT. ATACAL
AAGATTTTTATACTTOATTTCATATT 0CAT T ATAGY ATTAGT ACTAGYATTTAT T CACATATIOTTOTTAGAS ACTAATCCTTTAGOA TATGATAGA]
A AAAAAGAT TG T T TATAC T TCA T T TEATATT L OGAT T TATAGT AT TAG T ACTAGTAT T IAT 1 GACATATFGT T T TACAC T ACAAGOTAGSACTAATOT T TAGGA TATGATAGA]
AT A oA T AT AT TG CA T AT AG AT TAG A AT AT T TAT I CACATATICTTCTTACAC TACAAGOTAGEACTANTCOTITAGATATOATACAG

AT A Aéranice
AT AAAAGAT TG TTATACT I CATT TCATATT 1 COATTT A TAGT AT TAGY ACTAGTATTTAT I CACATAT G TG TTACACTTACAAGGTAGGAGT ARTGCTTTAGGATATGATACAG
AcA.cuAAvavc'vavAc'chvvchvAvvvccuIvc'wuvusummvuvvA"cAcAuncvvc'rAcAcv'MAAM'WACVAAVCCvnwcuumucm
ACAC TAARAAGATTCT TG TACT TOATTT AT T FT- CCATTTATAG: ATTALT < TAGTATTTAT{CA’ ATATTOT -1 TACAC T TACAAGRTAGCACTAATCCTT TAGGATATGATACAS
T AAAAGATTCTTTCTACTTGATTTIAT 11 COATTTATAG ATTALT ATAGTATTTATICACATATICTACTACA ! | TAGAAGGTAGGACTARTGCT TTAGOATATCATACAG
AR T FAARAAGATTCTTICTA! [1ACACTY T ATATE: EG 1 ITTAY GCCTTATGT <TAGTATTTAT ACAT ATATICIT  c [ACA | [ TAGAAGGTAGS | CTAATCCTTTAGGATATGATACAS
O TG oA AT ATATE EOATTTATAC AT - AGTATT AT 64 ATATTCTT 1 TACA T T TACAAGCTACE CTAATCETTTAGS TATEATACKS
AoATTCTTIC TTCCCATTTATAG ATTA TG A TASTATTIAT CAT ATATTET T GoTAGE TETANTC TATCATACAS
AT CTTRATAT DA FTCC F1COOATTIAN A7 " RTAT7c AR FATHC AR GA ATAT-OTTGTIAGH < FAGA ATGOTTTAGOATATOATAG S
A A AT TG T e TAT T CATTT ATATTCOOATTLETAG AL TAGE A1 1GT 11T AT CAT ATATTGT TG TACAT - 1 CAAGOTAGGACTARTCGTT TAGG- TATGATAGK:
B CTAMAAAGATTCTFTCTACE\CATTT ATATT. COATTICTAG TTTAGT 141 GTATTIAY 10A ATATTCTICTTAGA A1 [EAAGOTAGOACTAATCE : TTAGGC TATOATAGA:
T .

gra AT AT T TCITACH T TAGATGOTACCAG AATCOTITAGG TATATACA
R  RARKGATH " RETTA T I \GARTY T ATAC 160 T IRTCYAGC ATIA o1 Al STATTTAN G ATATTGHE  FTAGA | KYACH  GOYAGGAS \AATCETTTAGGC TATCATAS
G T AAAAGATTCTTTCTAT 1L CATTT AL T COATTTATAG: | TTAICI AT GTATTTAT- CACATATIGTTITACA! | TAGAAGGTAGGAGTARTCTTTAGSL TATGATACAS
B TARAAAGATTCTTTCTAC T\ CATTT A RTTIGE T TTTATAG  FTATO 1 GTATITAT CAATATICIT | TAGA T TACAAGOTAGEAG AAATCOTTTAGCTATOATACAG
(AAGATT " TXICT AT C ATAGCC A0 Al BTARKEATGA Al FTGHY  KTAGAT IXACAAGGTAGEAS - RATCOTTTAGGC TATGA
A TAT AR T T TATGTOTAGATATIARAGOAT A AATOTATI COTATIATICTTAGE CARAG
T TG TATOCARTCY T TTATGTCT AGATAT T AAAGOATTTAC AATGTAT TCGTATTAT TG TTACG A
BT AMAAATACOE TG TATCOARTOT 1T TATGTCTAGATAT TAAAGOAT T ACCAATOTAT1CGTATTATTOT TAGGSCARAGS
T A A GG TG TATCCARATCT T TTATOTT AOATATTAAGOATTTAG AATOTATIGGTATTATICTTACE CAAAGC
A A e TG TATCCARTCT T TTATGTOTAGATATTAAAGOATTTAC AATGTATICOTATTATICTTACE CarKGC
T TAMAATAGGBTTOT ATGTCTAGATATTAAAS CchATE:

i3 oA
AAA AT COARATT T TATGTCTAATAT TARAGOAT T TACCAATGTA
T AMAAATACCOTTCTATCOANAT ST T TATCTCTACATAT TARAGOAT T ASEAATGTAT CGTAT TAT TG TTAGGSCARAGS
TTTARAAATACCCTICTATCCARATCT T TTATGTCTAGATATTAARGOATTTAGC AATGTATTGTATTATTCCTAGS: CAARGE
ETTTARARATACCCTICTATCCARATCT T TTATGTCTAGATAT TAARGOATTTAGC AATGTATTGGTATTATTCT TAGG: CAAAGE
BT TTARAAATACCCT T TATCOARATCT T TTAT GTCTAGATAT TAARGOATTTACC RATGTATTOBTATTATTCT TACG: BAAAGE
A A CC TG TATCCARA TG TTATOTCT ACATATIAAGOATTTAG ATGTATIGGTATTATICTTACE CAAAGC
ETTTARARATACCCTTCTATCCARATCT T TTATGTCTAGATAT TAAAGOAT TTAGC AATGTATTGTATTATTCT TAGGC CARAL
T AMAAATACGE T TCTATCOART T T TATGTCTAGATAT 1ARAGOAT 1T ACCAATOTAT ICGTAT TAT TG TACGSCARAGE
T A A GC TG TATCCARATCT T TTATGT T AGATATTAAAGOATTTAC: AATGTATICOTATTAT TG TACE CarAo

i i
T AAAAATACCETTCTATCRARATCT TTATGT  TAGATATTARAGOATTTA: 1AL STATAGTA TATTETTACG -CARAG !
AT e e CATE . TA e AeATATTAMAGEAT T AATCTATT STATTATIE A €. EAAACe
T TeTATEC ATGTCTAGATATTAAGOATTTA: | ARTGTATIATATTATICTTATE

T TTAMRATAGG: T1GTATCOARATT 1 TA+C 11 EAGATAT TAAAGOATTTA L1 -ATGTALAGTA TATTCTTAT« CAAAG"
BT TAAAAATACG. T TCTATCEARATCT AT TA- 11 TAGATCTTAAAGGATTTA+ T ATGTATTAGTASTATT/TTA! 1 TCAAAGT
BT TAAAAATACCCTTCTATCOARATCT A TA-OTC T BATOT: AAAGGATTTA - TRATTATY A< TATTATI\ITA 1 EAAGT
BT TAAAAATACCCTTCTATCOARATC AT TA-OTCT | BATATTAAAGOATT 1A |AATGTATY IBTATTATICTTA G 1CAAAG
e C T AT CAATC . T4, TC TEATATTAMACEAT T4 ATCTATT STATTATT FTAcS EAssc
e TATECAMTE AL STe e PTG AL AATCT LA A T MG

it CCTTCTATCCARTCT A TA-OTCT  GATOT :AAGOATITA | AT TATT T ATATTATIGTTA T [ CAAAGT
T TAAAAATACSCTTGTATCRAAATGY 1 TTANGTCT G- ATTARAGOATT AL TAATGTATTABTATTAT G TTACE  GARAG
e e T CATe T 1T T4 e EATATTAMCEATT T4 AATCTATT STALTAT T FTACS EARaG

TCTATCOARATCTA T4+ TG T DATATTAAAGOATITA A A
“,“.%"‘3‘“.'.“.5‘“‘ .“.

TLKREEILHE IFPF | VLVVVE THIFFLHLOGS TNPLGYDTALK IPF YPNLLCLD [KGFSNVLVLF LAGS
TLKRFEF | LHE | FPF | VLVVVE |HI FFLHLOGSTNPLGYDTALK IPFYPNLLCLD I KGFSNVLVLF LAQS
TLKREF | LHE | FPF | VLVVVE [HI FFLHLOGSTNPLGYDTALK IPFYPNLLCLD I KGFSNVLVLF LAQS
TLREE ILHE EPE IVLVVVE |11 FELHLQOSTNP LOYDTALK IPFYPNLLELD IKOFSNVLVLE LAGS
TLKRFF I LHF [P VF IHI FFLHLOGS TNPLGYDTALK IPFYPNLLCLD I KGFSNVLVLF LAQS
T REE LHE L EPF 1VEVUVE 11 LHCGOS TN LOYDTALICIPFYPNLLGLD I KOFSVLVLE LAdS
TLKRFE | LHE | FPF I VLVVVF [HI FFLHLOGSTNPLGYDTALK IPFYPNLLCLD I KGFSNVLVLF LAQS
TLKRFE | LHE | FPF I VLVVVE IHI FFLHLQGSTNPLGYDTALK IPF YPNLLGLD I KGFSNVLVLF LAQS
TLKRFEE | LHE | FPF | VLVVVE [HI FFLHLOGSTNPLGYDTALK IPFYPNLLCLD I KGFSNVLVLF LAQS
TLKREF | LHE | FPF I VLVVVF [HI FFLHLOGSTNPLGYDTALK IPFYPNLLCLD I KGFSNVLVLF LAQS
TLKRFEE | LHE | FPF I VLVVVE [HI FFLHLOGSTNPLGYDTALK IPF YPNLLCLD I KGFSNVLVLF LAQS
TLKRFEF | LHE | FPF | VLVVVE [HI FFLHLOGSTNPLGYDTALK IPFYPNLLCLD I KGFSNVLVLF LAQS
TLKREF | LHE | FPF I VLVVVF [HI FFLHLOGSTNPLGYDTALK IPFYPNLLCLD I KGFSNVLVLF LAQS
TLKRFEE | LHE | FPF I VLVVVF [HI FFLHLOGSTNPLGYDTALK IPFYPNLLCLD I KGFSNVLVLF LAQS
TUKREF | LHF | FPF I VLVVVE [HI FFLHLQGSTNP LGYDTALK IPF YPNLLGLD I KGFSNVLVLFVAQS
TLKREF | LHE | FPF | VLVVVE [HI FFLHLOGSTNPLGYDTALK IPFYPNLLCLD I KGFSNVLVLF LAQS
TLKRFF I LHE | FPF I VLVVVF [HI FFLHLOGSTNPLGYDTALK IPFYPNLLCLD I KGFSNVLVLF LAQS
TLKRFF | LHE | FPEVVLVVVE [HI FFLHLQGSTNPLGYDTALK IPF YPNLLGLD I KGFSNVLVLF LAQS
TLKRFF | LHF | FPEVVLVVVE [HI FFLHLOGSTNPLGYDTALK IPFYPNLLCLD I KGFSNVLVLF LAQS
TLKREF | LHE | FPEVVLVVVE [HI FFLHLOGSTNPLGYDTALK IPF YPNLLCLD I KGFSNVLVLF LAQS
TLKRFEE | LHE | FPEVVLVVVE [HI FFLHLQGSTNPLGYDTALK IPF YPNLLGLD I KGFSNVLVLF LAQS

Lt i F

TLKREEVLHE [ FPF I ALC | VF [HI FFLHLQGSSNPLGYDTALKIPF YPNLLGLDIKGFNNVLVLFLSQS
TEKREFVLLE | FPF IALCIVE I £ F L OGS SNPLGYDTALL P FYBNCLGLDIKGFNAVLVLE Loa8
TLKRFF | LHELFPF I ILF | VF [H1YFLHLQGSSNPLGYDTALK IPFYPNLLSLDIKGENNLLVLFLAQS
TLKREEVLHE [FPEVALA | VE [HIFFLHIQGSTNPLGYDTPLKIPFYPNLLTLDIKGENYVLV [ FLFQS
TLKRFEVLHE [ FPEVALA | VE [HIFFLH1 QGSTNPLGYDTP LK IPFYPNLLTLDVKGENYVLY | FLFQS
TIKRFEVLHE | LPFVALC | VF IHI FFLHLHGSTNP LGYDTALK IPFYPNLLSLDVKGENN I LI LFL 108
TLKRFFVLHE | FPF IALC | VF IHI FFLHLQGSTNP LGYDTALK IPFYPNLLSLDIKGENNVF VLFLSQS

TUKRFEVLHE TEPF IALC | VF [HI FFLHLQGSTNP LGYDTALK IPF YPNLLSLDIKGFNNVLVLFLAQGS
TLKRFFVLHF [FPF IALC | VF IHI FFLHLQGSTNP LGYDTALK IPFYPNLLSLDIKGFNNVLVLFLSQS
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