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        Phylogenetic analysis of Theileria ovis based on the SSU rRNA gene. The sequences generated in this study are shown in bold font. Numbers at the nodes represent the number of occurrences of clades in 1000 bootstrap replications of the taxa. Phylogenetic analysis was performed using MEGA 10 software. The SSU rRNA gene sequences of Babesia bigemina (AY603402) and Theileria capreoli (KJ188215) were used as the outgroup.
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